-Sequences, labeling schemes, and amounts of isotopically labeled peptides used for the MAS ssNMR samples (in 1:1 POPC/cholesterol). Labeled residues are underlined in the primary sequence. Figure Figure S2 and Figure 3 . structure between the different motifs, but also that the structure is not necessarily α-helical. Two motifs contain anti-parallel β-sheet structures, one of which (CRAC2) is flanked by a short helix as commonly found for CRAC motifs (although in this case not transmembrane). These figures were prepared using PyMol (Schrödinger).
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